Researcher Return Checklist
1. Folder and versioning
☐	One top-level return folder per dataset
☐	Folder name follows:
UKB_<application_id>_<dataset_short_name>_v<version>_<YYYY-MM-DD>
☐	Version starts at v1
2. Required files and folders present
☐	README.md
☐	data/ folder containing data file(s)
☐	metadata/field_spec.csv
☐	metadata/encodings.csv (included if any fields are encoded)
☐	metadata/return_manifest.csv
☐	code/ folder (exceptional circumstances)
☐	checksums.md5 (included if bulk files are returned)
3. README.md completed
☐	Dataset overview
☐	UK Biobank application details
☐	Participant coverage
☐	Data contents and structure
☐	Compute and storage
☐	Software
☐	Code availability (repository link or note on exceptional code folder)
☐	Associated publications (if applicable)
☐	Known issues or limitations
☐	Contact details
☐	Licensing terms and publication restrictions
4. Data layout and structure
☐	Data layout (long or wide) stated in metadata/return_manifest.csv
☐	Data file(s) listed in metadata/return_manifest.csv
☐	If multiple data files are returned, they share the same structure
5. Data format checks
Long format
☐	Columns present: eid, ins_index, arr_index, field_name, value
Wide format
☐	Column names exactly match field_name in field_spec.csv
6. Field specification (metadata/field_spec.csv)
☐	All returned fields listed
☐	field_name, value_type, title, description completed
☐	categorical_type set to single or multi where applicable  
☐	encoding_ident populated for all encoded or partially encoded fields
☐	ukb_encoding _id populated where an existing UK Biobank encoding is appropriate 
and used
☐	Optional fields left blank if not applicable
7. Encodings (if applicable)
☐	metadata/encodings.csv included if any fields use encoded values
☐	All encoding_ident values used in metadata/field_spec.csv are defined in 
metadata/encodings.csv
☐	Encoded values appear as codes in the data (not labels/meanings)
☐	Shared encodings reused across fields where meanings are identical
8. Bulk Files and Checksums
☐	Bulk files are zipped and stored under data/
☐	Zip file names follow the specified naming convention
☐	All bulk files listed in checksums.md5 with relative file paths
9. Final Steps
☐	Folder structure matches the required layout
☐	Contacted UK Biobank Access Team
☐	org_ukb_reviewers added to the RAP project
